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Knockout Lentivirus). HEK293T#l i (L24707 BIRC5 Knockout HEK293T Cells). HEK293 T % 41 i F RTPA 24 fi# % (124708
BIRC5 Knockout HEK293T RIPA Lysate). HEK 293 T[4 4H i f¥) Trizol Z4f#(L24709 BIRC5 Knockout HEK293T Trizol Lysate)
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Species Gene Symbol Gene ID GenBank Accession Transcript
Human BIRCS 332 BC008718 NM_001168
About the gene

Official Symbol BIRCS

Previous Symbol API4

Official Full Name | baculoviral IAP repeat containing 5

Synonyms EPR-1; survivin
Location 17925.3

Gene Type protein-coding gene

Uniprot ID 015392

Pathway/Library others

This gene is a member of the inhibitor of apoptosis (IAP) gene family, which encode negative regulatory
proteins that prevent apoptotic cell death. IAP family members usually contain multiple baculovirus IAP
repeat (BIR) domains, but this gene encodes proteins with only a single BIR domain. The encoded
Gene Summary proteins also lack a C-terminus RING finger domain. Gene expression is high during fetal development
and in most tumors yet low in adult tissues. Antisense transcripts are involved in the regulation of this
gene's expression. At least four transcript variants encoding distinct isoforms have been found for this
gene, but the full-length natures of only three of them have been determined.
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AR IR 55 72 NDMEM (high glucose)+10% FBS. 1 £ 55 FR I NG 2 75 55 2% -5 55 20 VW LA B 1] BE 4 B8 V5 e s
W 7 K75 5 3-8 RV (100X) (C0222). [, In N9 E 1 pg/mlffiPuromycin (ST551) A& 441895 75 IVHEK 293 T
) ELARAS A5 295293 T (A JIEE4HH) (C6008):  https://www.beyotime.com/product/C6008.htm .
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100020 Control Knockout HEK293T Cells 132/}
L00022 GFP Knockout HEK293T Cells 152/l
0222 T 87 7 -HE A7 2K VAR (100X) 100ml
D0508S/M 2k DR 2 4 A R A A ol 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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